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Date Mailed: 08/25/2005 

NOTIFICATION TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS 
CONTAINING NUCLEOTIDE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant is given TWO MONTHS FROM THE DATE OF THIS NOTICE within which to file the items indicated 
below to avoid abandonment. Extensions of time may be obtained under the provisions of 37 CFR 1 .1 36(a). 

• A copy of the "Sequence Listing" in computer readable form has been submitted. However, the content of 
the computer readable form does not comply with the requirements of 37 CFR 1 .822 and/or 1 .823, as 
indicated on the attached copy of the marked -up "Raw Sequence Listing." Applicant must provide a 
substitute computer readable form (CRF) copy of the "Sequence Listing" and a statement that the content 
of the sequence listing information recorded in computer readable form is identical to the written (on paper 
or compact disc) sequence listing and, where applicable, includes no new matter, as required by 37 CFR 
1.821(e), 1.821.(f). 1.821(g), 1.825(b), or 1.825(d). 

Applicant is cautioned that correction of the above items may cause the specification and drawings page count to 
exceed 1 00 pages. If the specification and drawings exceed 100 pages, applicant will need to submit the required 
application size fee. 

For questions regarding compliance to 37 CFR 1.821-1.825 requirements, please contact: 

• For Rules Interpretation, call (571) 272-0951 

• For Patentin Software Program Help, call Patent EBC at 1-866-217-9197 or directly at 703-305-3028 / 
703-308-6845 between the hours of 6 a.m. and 12 midnight, Monday through Friday, EST. 

• Send e-mail correspondence for Patentin Software Program Help @ ebc@uspto.gov 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1 .5) 

A copy of this notice MUST be returned with the response. 

PATRICIA A BOOKER 



Telephone: (703) 308-9140 EXT 204 
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PART 1 - ATTORNEY/APPLICANT COPY 



U.S. APPLICATION NUMBER NO. | INTERNATIONAL APPLICATION NO. | ATTY. DOCKET NO- 

10/529,590 PCT/EP03/10687 DASSLER 1 -PCT 



FORM PCT/DO/EO/922 (371 Formalities Notice) 





t 



STIC BiotecTihology Systems Branch 

RAW SEQUENCE OSUNG 
^ERRQRiREPQRT 



The Biotechnology Systems Branch of the Scientiflcand Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 




THE ATTACHED PMNTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY ^ 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273^221 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4,2.2 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/ofiices/pac/checker/chkrnote.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware thai there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence hsting in electronic form should NOT be sent to the 2023 1 zip code address for the - 

United States Patent and Trademark Office, and instead should be sent via the following to tiie indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 

U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Window, Randolph Building, 40 1 Dulany Street. 
Alexandria, VA 22314 

Revised 01/24/05 



-PCT 




:RAW SEQUENCE LISTING DATE: 04/06/2005 

PATENT APPLICATION: US/10/529,590 TIME: 15:49:07 

Input Set : A:\Col0219se.app 
Output Set: :N: \CRP4\04062005\J529590.xaw 



)> TITLE OF TNVF.NTTON; )7.f:^ni:^n 7,nr> f^T-monl-^f -I xror. Ho-^o^^ I I ,.r.g tVAT? ^ / / C 

( [^alpha-Liponsaeure ^ \0T (X M*^^ 

)> t'lLE kfcFEREHCE: Col0219 ' ' " ; — 



3 <110> APPLICANT: Consortiimu^^ai ^r elektro chemisch e Industrie Gm bH JiM^ . 

5 <120> TITLE OF ^-^^--^-^'^ ^ -^r —r-r ^ ^ 

6 

> 10 <140> CURRENT .APPLICATION NUMBER: US/10/529,590 CKOOi^ ^--^^^^^ 

C~> 11 <141> CURRENT FILING DATE: 2005-03-29 fl 

13 <160> NUMBER OF SEQ ID NOS : 4 

15 <170> SOFTWARE: Patentin Ver. 2.0 

17 <210> .SEQ ID NO: 1 

18 <211> LENGTH: 679 

19 <212> TYPE: DNA ^^^N 

20 <213> ORGANISM: Escherichia coli ^^^^Qrl ^(^nt 

22 <220> FEATURE: " ^^^Qtt^ 

23 <221> NAME/KEY: CDS ^^SCfo. 
. 24 <222> LOCATION: (16) . . (654) / O 

26 <300> PUBLICATION INFORMATION: 1 1 ^ 

27 <301> authors: Reed, Kelynne E, "^f/ f 

28 Cronan Jr., John E. ^ 

29 <302> TITLE: Lipoic Acid Metabolism in Escherichia coli: Sequencing 

30 and Functional Characterization of the lipA and lipB 

31 Genes 

32 <303> JOURNAL: J. Bacterid. 

33 <304> VOLUME: 175 

34 <305> ISSUE: 5 

35 <306> PAGES: 1325-1336 

36 <307> DATE: 1993 

38 <400> SEQUENCE: 1 

39 cacggagatg cccat atg tat cag gat aaa att ctt gtc cgc cag etc ggt 51 

40 Met Tyr Gin Asp Lys lie Leu Val Arg Gin Leu Gly 

41 15 10 . 



43 


ctt 


cag 


cct 


tac 


gag 


cca 


ate 


tec 


cag 


get 


atg 


cat gaa 


ttc 


ace 


gat 


99 


44 


Leu 


Gin 


Pro 


Tyr 


Glu 


Pro 


He 


Ser 


Gin 


Ala 


Met 


His Glu 


Phe 


Thr 


Asp 




45 






15 










20 








25 








47 


acc 


cgc 


gat 


gat 


agt 


acc 


ctt 


gat 


gaa 


ate 


tgg 


ctg gtc 


gag 


cac 


tat 


147 


48 


Thr 


Arg Asp Asp 


Ser 


Thr 


Leu 


Asp 


Glu 


He 


Trp 


Leu Val 


Glu 


His 


Tyr 




49 




30 










35 










40 








51 


ccg 


gta 


ttc 


acc 


caa 


ggt 


cag 


gca 


gga 


aaa 


gcg 


gag cac 


att 


tta 


atg 


195 


52 


Pro 


Val 


Phe 


Thr 


Gin Gly 


Gin 


Ala 


Gly Lys 


Ala 


Glu His 


He 


Leu 


Met 




53 


"45 










50 










55 








60 




55 


ccg 


ggt 


gat 


att 


ccg 


gtg 


ate 


cag 


age 


gat 


cgc 


ggt ggg 


cag 


gtg 


act 


243 


56 


Pro Gly Asp 


He 


Pro 


Val 


He 


Gin 


Ser Asp 


Arg 


Gly Gly 


Gin 


Val 


Thr 




57 










65 










70 






75 
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- • • 

RAW SEQUENCE .LISTING DATE: 04/06/2005 

PATENT APPLICATION: US/10/529,590 TIME: 15:49:07 

Input Set : A:\Col0219se.app 

Output Set: 'N:\CRF4\04062005\ J529590.:raw 



59 


tat 


cac ggg 


ccg 


ggg 


caa 


cag 


gtg atg 


tat 




tug 


ctt 


aac 


ctg 


aaa 




60 


Tyr 


His Gly 


Pro 


Gly Gin Gin ^yal Met 


Tyr 


VaI 
V ax 




Leu 


/\sn 


Leu 


Lys 




61 






80 








85 
















63 


cqc 


cgt aaa 


etc 


ggt 


gtg 


cgt 


gaa ctg 


gtg 


acc 


ttg 


Cut 


gag 


caa 


aca 


339 


64 


Arq 


Arg Lys 


Leu 


Gly Val 


Arg 


Glu Leu 


Val 




Leu 


Leu 


ia-LU 


Gin 


Thr 




65 




95 










100 








1 n 
1 uo 










67 


Qtg 


gtg aat 


acc 


ctg 


get 


gaa 


ctg ggt. 


ata 


gaa 


gcg 


cat 


cct 


egg 


qct 


387 


68 


Val 


Val Asn 


Thr 


Leu 


Ala 


Glu 


Leu Gly 


He 


oxU 


Ala 


His 


Pro 


Arq Ala 




69 




110 








115 








120 












71 




gcg cca 


ggt 


gtc 


tat 


gtt 


ggg gaa 


aag 


aaa 


att 


tgc 


tea 


ctg 


ggt 


435 


72 


Asp 


Ala Pro 


Gly Val 


Tyr 


Val 


Gly Glu Lys 


Lys 


He 


Cys 


Ser 


Leu 


Gly 




73 


125 








130 
















140 




75 


tta 


cgt att 


cga 


cgc 


ggt 


tgt 


tea ttc 


cac 


ggt 


ctg 


gca 


tta 


aac 


gtc 


483 


76 


Leu 


Arg He Arg Arg- Gly Cys Ser Phe His 


Gly 


Leu 


Ala 


Leu 


Asn 


Val 




77 








145 








150 








155 








a a -h 

aa U 


atg gat 


ctt 


tea 


cca 


ttt 


tta cgt 


att 


aat 


cct 


tgt 


ggg 


tat 


gee 


531 


o u 


Asn 


Met Asp 


Leu 


Ser 


Pro 


Phe 


Leu Arg 


He 


Asn 


Pro Cys 


Gly 


Tyr Ala 




81 






160 








165 










170 








83 


gga 


atg gaa 


atg 


get 


aaa 


ata 


tea caa 


tgg 


aaa 


cec 


gaa 


gcg 


acg 


act 


579 


84 


Gly 


Met Glu 


Met 


Ala 


Lys 


He 


Ser Gin 


Trp 


Lys 


Pro 


Glu 


Ala 


Thr 


Thr 




85 




175 










180 






185 










87 


aat 


aat att 


get 


cca 


cgt 


tta 


ctg gaa 


aat 


att 


tta 


gcg 


eta 


eta 


aac 


627 


88 


Asn 


Asn lie 


Ala 


Pro 


Arg 


Leu 


Leu Glu 


Asn 


He 


Leu 


Ala 


Leu 


Leu 


Asn 




89 




190 








195 








.200 










91 


aat 


ccg gac 


ttc 


gaa 


tat 


att 


acc get 


taattccata catcaatgqc ccaat 


679 


92 


Asn 


Pro Asp 


Phe 


Glu 


Tyr 


He 


Thr Ala 


















93 


205 








210 























96 <210> SEQ ID NO: 2 

97 <211>. LENGTH: 213 

98 <212> TYPE: PRT 



99 • 


<213> ORGANISM: Escherichia eoli 














101 


<4 00> SEQUENCE: 2 
















102 


Met 


Tyr Gin 


Asp Lys He 


Leu Val 


Arg Gin 


Leu 


Gly Leu 


Gin 


Pro 


Tyr 


103 


1 




5 




10 






15 


105 


Glu 


Pro He 


Ser Gin Ala 


Met His 


Glu Phe 


Thr 


Asp Thr 


Arg 


Asp 


Asp 


106 






20 




25 






30 


108 


Ser 


Thr Leu 


Asp Glu He 


Trp Leu 


Val Glu 


His 


Tyr Pro 


Val 


Phe 


Thr 


109 




35 




40 






45 








111 


Gin 


Gly Gin 


"Ala Gly Lys 


Ala Glu 


His He 


Leu 


Met Pro 


Gly 


Asp 


He 


112 




50 




55 






60 




114 


Pro 


Val He 


Gin Ser Asp 


Arg Gly 


Gly Gin 


Val 


Thr Tyr 


His 


Gly 


Pro 


115 


65 




70 






75 




80 


117 


Gly 


Gin -Gin 


Val Met Tyr 


Val Leu 


Leu Asn 


Leu 


Lys Arg 


Arg 


Lys 


Leu 


118 






85 




90 




95 




120 


Gly 


Val Arg 


Glu Leu Val 


Thr Leu 


Leu Glu 


Gin 


Thr Val 


Val 


Asn 


Thr 


121 






100 




105 






110 




123 


Leu 


Ala Glu 


Leu Gly lie 


Glu Ala 


His Pro 


Arg 


Ala Asp 


Ala 


Pro 


Gly 


124 




115 




120 






125 






126 


Val 


Tyr Val 


Gly Glu Lys 


Lys He 


Cys Ser 


Leu 


Gly Leu 


Arg 


He 


Arg 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/529,590 



DATE: 04/06/2005 
TIME: 15:49:07 



Input Set : A:\ColQ219se.app 

Output Set: :N:\CRF4\04062005VJ529590.raw 



1 91 




130. 










135 










140 










129 


Arg 


Gly 


Cys 


Ser 


•Phe 


His 


Gly Leu Ala 


Leu 


Asn 


Val 


Asn 


Met 


Asp Leu 


130 


.145 










150 










155 










160 


132 


Ser 


Pro 


Phe 


Leu 


Arg 


He 


Asn 


Pro 


Cys 


Gly Tyr Ala 


Gly Met 


Glu 


Met 


13.3 










165 










170 










175 




135 


Ala 


Lys 


lie 


Ser 


Gin 


Trp 


Lys 


Pro 


Glu 


Ala 


Thr 


Thr 


Asn 


Asn 


He 


Ala 


136 








180 










185 










190 






138 


Pro Arg 


Leu 


Leu 


Glu 


Asn 


He 


Leu 


Ala 


Leu 


Leu 


Asn 


Asn 


Pro 


Asp 


Phe 


139 






195 










200 










205 








141 


Glu 


Tyr 


He 


Thr 


Ala 
























142 




210 































145 <210> SEQ ID NO: 3 

146 <211> LENGTH: 34 

147 <212> TYPE: DNA 

148 <213> ORGANISM: Artificial Sequence 

150 <220> FEATURE: 

151 <223> OTHER INFORMATION: Description of Artificial Sequence: /bligonukleotid 

152 lipB-fwd 

154 <4 00> SEQUENCE: 3 

155 cacggagatg cccatatgta tcaggataaa attc 34 

158 <210> SEQ ID NO: 4 

159 <211> LENGTH: 30 

160 <212> TYPE: DNA 

161 <213> ORGANISM: Artificial Sequence 

163 <220> FEATURE: 

164 <223> OTHER INFORMATION: Description of Artificial Sequence:/ Oligonukleot id 

165 lipB-rev 

167 <400> SEQUENCE: 4 

168 attgggccat tgatgtatgg aattaagcgg 30 
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VERIFICATION SUMMARY DATE: 04/06/2005 

PATENT APPLICATION: US/10/529,590 TIME: 15:49:08 



Input Set : -A:\Cbl0219se.app 

Output Set: N: \CRF4\04062005\J529590 .:raw 

L:l M:259 W: Allowed number of lines exceeded, (1) GENERAL INFORMATION: 

L:10 M:270 C: Current Application Number differs, Replaced Application Number 

L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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. - STATISTICS SUMMARY DATE: 04/06/2005 

PATENT APPLICATION: US/10/529,590 TIME: 15:49:08 

Input Set : A:\Col0219se.app 

Output Set: N:\CRF4\04062005\J529590-raw 

Application Serial Number: US/10/529,590 
Alpha or Numeric or Xml: Numeric 
Application Class: 
Application File Date: 03-29-2005 

Art Unit: PCT 

Software Application: PatentIN2.0 

Total Number of Sequences: 4 

Total Nucleotides: 743 

Total Amino Acids: 213 

Nxamber of Errors: 0 

Nxamber of Warnings: 1 

Number of Corrections: 2 

MESSAGE SUMMARY 

259 *W: 1 (Allowed number of lines exceeded) 
V270 C: 1 (Current Application Number differs) 
.271 C: 1 (Current Filing Date differs) 



) 
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